(Received for publication September 7, 1994) The antibacterial and insecticidal activities exhibited by fermentation broths of Streptomyces salvialis (culture LL-D371 87), have been attributed to the new polyether antibiotic martinomycin (1)1}.
This compound is structurally related to K-41A (2)2), which has the familiar monosaccharide moiety, 4 -0-methylamicetose, attached to the terminal (F) ring. This substitution pattern is quite rare and was previously known only for K-41A and K-41B2), and Two previously reported polyether antibiotics with the same molecular formula as martinomycin are A204A (3)4), and the recently described Actinomadura product CP-82,009 (4)5). These structures conform to the type 3 polyether class established by Seto and Otake6). 13C NMRdata for 1~4 are presented in Table 1 . As noted in the terminus through the A-ring. Polyether 2 bears a hydroxy substituent at C-2 instead of a methyl group commonto 3 and 4, while 1 retains the 2-methyl substituent on the basis of the observed 13C and *H NMRsignals (see below). Thus, the hypothesis was advanced that the structure of martinomycin was the 2-deoxy-2-methyl analog of 2. 26a  28a  12a  4a  2a  14a 6a Table 2 . Regarding the proposed substitution pattern at the carboxy terminus of martinomycin, the HMBCdata confirm the methyl correlates with a methine proton signal at 2.45 ppm (H-2) and a methyl resonance at 1.04ppm. Linkage of the latter proton signal (doublet) to the carbon signal of the same methyl group (<5C ll.46) was (Table 2) , are readily assigned to the core portion of 1, from the methylene group at position 8, through rings B, C, D, and E. Although we suggest the reassignment of signals of carbons 17, 20 and 21, the structure of this core element is identical to those of 2~4 which were established independently, and is fully supported by the 2D-NMRdata, the details of which will not be discussed herein.
The observed HMBC and COSY correlations depicted in Fig. lb and Table 2 , respectively, suffice to establish the structure for the F-ring. Definitive evidence for the C-27 sugar linkage is found in the gross structures are the same, also shows a close match indicative of the same relative stereochemistry. Similarly, the relative stereochemistry of C-l through C-7 appears to be the same as for 3 and 4, however, in this case a direct comparison is not possible, so the stereochemistry of 1 in this region cannot be assigned with certainty.
